Related literature
For the biological activity of quinoline derivatives, see : Font et al. (1997) ; Sloboda et al. (1991) . For similar structures, see: Castañ eda et al. (2014); Kafka et al. (2012) ; Li & Chai (2007) ; Divya Bharathi et al. (2015) .
Experimental
2.1. Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
S1. Chemical context
The quinoline derivatives are known to exhibit wide range of pharmacological activities such as antibacterial (Benzerka, et al.2012 ), anti-viral (Font et al., 1997 and anti-inflammatory (Sloboda et al., 1991) . In view of the above importance, we have synthesized the title compound and report herein on its crystal structure.
S2. Structural commentary
The ORTEP diagram of the title compound (I) is shown in Fig.1 . The asymmetric unit of the title compound consists of C 9 H 8 N + cation, C 8 H 4 N O 6 -anion and a water molecule. The geometric parameters of (I) (Fig. 1 ) are well agreed with the similar reported structures [Castañeda et al., 2014; Kafka et al., 2012; Li & Chai (2007) ].
The quinolinium ring system is planar [r.m.s deviation = 0.0133 (12)Å] and protonated at N2 atom. In the anion, the carboxyl (O1/C7/O2), nitro (O5/N1/O6) and carboxy (O3/C8/O4) groups are inclined at an angle of 27.56 (5), 6.86 (8) and 80.21 (1)°, respectively with the attached benzene ring (C1-C6). The dihedral angle between the quinolinium ring system and benzene ring is 89.91 (5)°.
S3. Supramolecular features
The molecular structure is stabilized by weak intramolecular O-H···O and C-H···N hydrogen bonds (Table 1) 
S4. Synthesis and crystallization
Quinoline (3.22 g, 0.99 mol) was dissolved in hot water (25 ml) and after half an hour, a solution of 3-nitrophthalic acid (5.278 g, 0.38 mol) in methanol (25 ml) was added and stirred for about one hour. A white colour powder was formed.
The product was dissolved in aqueous methanol solution (210 ml). Single crystals suitable for X-ray diffraction were obtained from the slow evaporation method at room temperature within a few days.
S5. Refinement
C-bound H atoms were positioned geometrically and refined using riding model with C-H = 0.93 Å and Uiso(H) = The molecular structure of (I), with 30% probability displacement ellipsoids for non-H atoms.
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Figure 2
The packing of (I), viewed down C face. Intermolecular Hydrogen bonds are shown as dashed lines. H atoms not involved in hydrogen bonding have been omitted.
Quinolinium 2-carboxy-6-nitrobenzoate monohydrate
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.62094 (7) −0.21451 (7) −0.32298 (13) Symmetry codes: (i) x, −y−1/2, z−1/2; (ii) x, y, z+1; (iii) −x+2, y+1/2, −z+1/2; (iv) −x+2, −y, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

